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Fig 1: Experimental design of the study. Untargeted metabolomics was performed on 51
PLS-DA analysis Heatmap healthcare workers, 24 subjects developed COVID-19 in the weeks following the blood
A s B [ | collection, while 27 subjects were more protected and did not develop the disease. The
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) |?.“.' s . could be used as dietary supplements. In particular, we
l’;? pf ettt ol identified an important role of monolaurin, which has well-
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role against SARS-CoV-2 infection; thus, dietary supplements
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g 2: (A)Partial least square analysis (PLS-DA) showed two clusters o could boost the immune system against this infection. A recent
subjects (protected=green; unprotected=red), (B) Hierarchical heat maps of . L - . ) .
quantified small molecules highlighting the two groups of samples. trial showed that virgin coconut oil, which is mainly composed
of monolaurin, was able to reduce inflammation in COVID-19
patlents.
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The presence of cholesterol in the cell membrane
and viral envelope contributes to coronavirus wonaumn

replication. It is involved in binding and altering the
oligomeric status of the N-terminal fusion peptide \_
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of SARS-CoV2, which is crucial for virus entry.
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Role of Monolaurin in the
protection against COVID-
19: immunomodulator and
antiviral activity.

Protection against SARS-COV2
infection

The quantification of monolaurin on a larger cohort of healthy subjects is ongoing. We will then correlate the levels of this

molecule with the time to infection with SARS-CoV-2.

Conclusion. This study shows that metabolomics can be of great help for developing personalized medicine and for

supporting public healthcare strategies.
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