PERIPHERAL T-LYMPHOCYTES SENESCENCE AND RESPONSE TO NEOADJUVANT
THERAPY (NAT) IN OPERABLE BREAST CANCER (BC).
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p16 relative expression in operabhle BC patients.

Increasing evidence suggests a link between T-cell senescence
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_ Figurel: There was a significantly higher expression of p16 after NAT, before surgery (POST), respect to

baseline (PRE): 3.18%5.24 vs 5.06%£4.09; (p= <0.0001) (A). We distinguished the patients who achieved

. . . pathological complete response (pCR): 4.5016.64 vs 4.2613.96; (p= 0.08) (B) from who having residual
The purpose of the present study is to characterize the impact | || .. - on | 6349 11 vs 6.01+4.12; (p= <0.0001) (€) and observed that after NAT, p16 expression

of circulating T-cell senescence as a predictive factor of was significantly higher only in RD group. The values were expressed as MeanZSD.
response in patients with operable Breast Cancer (BC) treated
with Neoadjuvant Therapy (NAT), according to the different
biological subtypes.

Relative expression of p16 hetween pCR vs RD group before and
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p16 expression within molecular breast cancer subtypes.
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Figure3: There was no significant difference in p16 expression within BC molecular subtypes, neither at
baseline (A) 2.541+4.31 vs 4.1016.78 vs 2.561+3.14 (p= 0.76) nor after NAT (B) 4.09£3.25 vs
4.6514.11 vs 7.6214.69 (p= 0.07). The values were expressed as MeantSD.
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POSSible association between plb Figure4: Expression of p16 was significantly increased after NAT in patients who having RD in both
expression and response to NAT. HER2+ (D) 1.52+2.13 vs 5.77£4.27 (p= 0.01) and Luminal B (E) 1.67+2.17 vs 7.361+4.00 (p= 0.003)
as compared to TNBC subtype (F) 1.7312.34 vs 4.7614.20 (p= 0.07). The values were expressed as
MeanxSD.

These preliminary results suggest that the increase of circulating senescent T-cells after NAT is correlated with a worse
response to treatment and p16'N % might be a predictive biomarker in response for NAT in early BC patients.
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